
Type SSR ID Forward Primer

tetra c947164_g1_i1_ssr737 TCTTCTGGCTCGCTGAACG
tetra c296495_g1_i1_ssr209 CTTGGGAAGCGCATGTGAGC
tetra c840818_g3_i1_ssr161 TAAACGGTGGACGACTGTGG
tetra c937442_g1_i1_ssr63 CCTCGCAAACACACCAAAGG
tetra c945511_g2_i1_ssr78 TCATATCAATGCCGTCACATGC
tetra c906841_g1_i2_ssr179 AGGTTTCAGCCAAATGTCCG
tetra c788589_g1_i1_ssr285 TAGGCCATTGCACTGTAGCC
tetra c1172582_g1_i1_ssr92 TCGAATATTTGCATCGCCGC
tetra c1186449_g1_i1_ssr68 TGAATCTCATATGCATGCGGC
tetra c1170322_g1_i1_ssr51 GGGTACATCTGTCTGCCTACC
tetra c906841_g1_i1_ssr189 AGGTTTCAGCCAAATGTCCG



Reverse Primer Motif # Repeats Start End
Forward 

Tm

Reverse 

Tm
CCGGGCTGCTAGTTTGATGG gcca 8 737 769 60.081 61.098
ACTGACGTTAACTAGCAATGCG cgtg 6 209 233 62.262 59.333
TCTCATTGTCTGCAGTCCGC tgcc 6 161 185 59.968 60.39
AACGCCTGCTAGCTACATGC cgct 6 63 87 59.969 60.812
GGAGATGATAGGCTAAGCACCC aaga 6 78 102 59.451 60.028
TGAACCAGGACAGGAAAGGG tgtc 6 179 203 58.752 59.229
ATCTGGTGAGTAAGCCGACC taac 6 285 309 60.107 59.175
GTGCTTGTGCTTGTGCTGC cacg 6 92 116 59.765 60.948
ACCAATCCACAGCCAAGGG ggac 7 68 96 59.192 59.923
TTTCTACGCCTATGCCGTCG agtc 6 51 75 59.587 60.249
TGAACCAGGACAGGAAAGGG tgtc 6 189 213 58.752 59.229



Fragment 

Size
162
195
141
115
163
100
186
126
127
196
100


